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The device offers multiple-stage tandem mass spectrometry with very high mass resolving power in S50 5 B Yy RFQ Cooler

every stage using the novel technique of mass-selective ion-trapping [3,4].
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A new atmospherical pressure inlet (API) was designed, build and put into operation. Mass Range 167 mbar
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P Schematic layout of the MR-TOF-MS [3]
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Design and Setup

of the new API j . .
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M S3 Of L S| ne Lysine was measured, isolated and dissociated (CID).
| Lysine - NH, (C;H,,N.O,) at m = 130 u was again isolated and dissociated.
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MS3 of Lysine [3]: 1) Full spectrum, 2) Isolation of precursor, 3) CID, 4) Isolation of product, 5) Fragmentation of product
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